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BACKGROUND: Increased nonfasting plasma triglycer-
ides marking increased amounts of cholesterol in
remnant lipoproteins are important risk factors for
cardiovascular disease, but whether lifelong reduced
concentrations of triglycerides on a genetic basis ulti-
mately lead to reduced all-cause mortality is unknown.
We tested this hypothesis.

METHODS: Using individuals from the Copenhagen
City Heart Study in a mendelian randomization design,
we first tested whether low concentrations of nonfast-
ing triglycerides were associated with reduced all-cause
mortality in observational analyses (n � 13 957); sec-
ond, whether genetic variants in the triglyceride-
degrading enzyme lipoprotein lipase, resulting in
reduced nonfasting triglycerides and remnant cho-
lesterol, were associated with reduced all-cause mor-
tality (n � 10 208).

RESULTS: During a median 24 and 17 years of 100%
complete follow-up, 9991 and 4005 individuals died in
observational and genetic analyses, respectively. In ob-
servational analyses compared to individuals with non-
fasting plasma triglycerides of 266 – 442 mg/dL (3.00 –
4.99 mmol/L), multivariably adjusted hazard ratios for
all-cause mortality were 0.89 (95% CI 0.78 –1.02) for
177–265 mg/dL (2.00 –2.99 mmol/L), 0.74 (0.65– 0.84)
for 89 –176 mg/dL (1.00 –1.99 mmol/L), and 0.59
(0.51– 0.68) for individuals with nonfasting triglycer-
ides �89 mg/dL (�1.00 mmol/L). The odds ratio for a
genetically derived 89-mg/dL (1-mmol/L) lower con-
centration in nonfasting triglycerides was 0.50 (0.30 –
0.82), with a corresponding observational hazard ratio
of 0.87 (0.85– 0.89). Also, the odds ratio for a geneti-
cally derived 50% lower concentration in nonfasting
triglycerides was 0.43 (0.23– 0.80), with a correspond-
ing observational hazard ratio of 0.73 (0.70 – 0.77).

CONCLUSIONS: Genetically reduced concentrations of
nonfasting plasma triglycerides are associated with re-
duced all-cause mortality, likely through reduced
amounts of cholesterol in remnant lipoproteins.
© 2013 American Association for Clinical Chemistry

Increased nonfasting plasma triglycerides marking in-
creased amounts of cholesterol in remnant lipopro-
teins are increasingly being recognized as an important
risk factor for ischemic vascular disease (1–13 ). On the
basis of this evidence, it may therefore seem obvious
that low triglycerides will lead to reduced all-cause
mortality, but this has not been documented at present.
Neither randomized intervention trials nor mendelian
randomization studies have previously addressed this
question. An answer to this question is nevertheless
important, as general practitioners and other clinicians
are unlikely to increase therapeutic targeting of in-
creases in triglycerides before such evidence exists.

A parallel situation was treatment of high choles-
terol before publication of the 4S trial (Scandinavian
Simvastatin Survival Study) (14 ), because before that
statin trial many other studies had documented re-
duced cardiovascular disease as a consequence of
cholesterol-lowering therapy, but not reduced all-
cause mortality. When the 4S trial on this scientific
background suddenly documented reduced all-cause
mortality after LDL cholesterol reduction, clinical
practice was changed worldwide; that is, cholesterol-
lowering therapy was accepted as a key treatment for
preventing cardiovascular disease.

We tested the hypothesis that genetically low con-
centrations of nonfasting triglycerides marking re-
duced amounts of cholesterol in remnant lipoproteins
are associated with reduced all-cause mortality. Using a
mendelian randomization design circumventing con-
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founding (15, 16 ), we first tested whether low nonfast-
ing triglyceride concentrations were associated with re-
duced all-cause mortality in observational analyses;
second, whether variants in the triglyceride-degrading
enzyme lipoprotein lipase, causing reduced concentra-
tions of nonfasting triglycerides and remnant choles-
terol, were associated with reduced all-cause mortality
in genetic analyses. We chose well-known variants in
the lipoprotein lipase (LPL)5 gene (1–3 ), because lipo-
protein lipase is the most important enzyme in the me-
tabolism of triglycerides in plasma (17 ) and variants in
this gene are therefore probably the best genetic instru-
ments reflecting lifelong low concentrations of triglyc-
erides. Importantly, strategies to increase lipoprotein
lipase activity to reduce triglyceride concentrations are
being developed (18, 19 ), and studies like the one de-
scribed here may thus help clarify whether such a strat-
egy is likely to be successful.

Methods

PARTICIPANTS

The Copenhagen City Heart Study is a prospective
study of the general population initiated in 1976 –1978
with follow-up examinations in 1981–1983, 1991–
1994, and 2001–2003 (4 ). Participants were randomly
selected on the basis of the national Danish Civil Reg-
istration System to reflect the adult Danish population
ages 20 –100 years. Data were obtained from a ques-
tionnaire, a physical examination, and blood samples
at each examination. The study was approved by Her-
lev Hospital, Copenhagen University Hospital, and a
Danish ethics committee and was conducted according
to the Declaration of Helsinki. Written informed con-
sent was obtained from all participants.

In observational analyses, to examine the associa-
tion between low plasma concentrations of nonfasting
triglycerides and all-cause mortality, we included
13 957 individuals from the 1976 –1978 examination
with measurements available (4 ). In genetic analyses,
to examine the association between genetic variants in
LPL, plasma nonfasting triglycerides, and all-cause
mortality, we included 10 208 individuals from the
1991–1994 and the 2001–2003 examinations with ge-
notypes for all 4 genetic variants in LPL; 6696 of these
individuals had also participated in the 1976 –1978 ex-
amination and were therefore also included in obser-
vational analyses.

GENETIC ANALYSES

In the 1991–1994 examination, we genotyped partici-
pants for S447X (rs328), D9N (rs1801177), N291S
(rs268), and G188E (rs118204057) in LPL, as described
(1, 3, 20 –21 ). In the 2001–2003 examination, we used
TaqMan-based assays (Applied Biosystems) for geno-
typing. TaqMan assays included positive controls
genotyped using the original methods. Participants
were also genotyped for 4 noncoding polymorphisms in
CRP (C-reactive protein, pentraxin-related) (rs1205,
rs3091244, rs1130864, and rs3093077) with TaqMan-
based assays (22, 23 ). These polymorphisms affect
plasma concentrations of C-reactive protein (CRP)
and were included in genetic analyses as a negative
control on all-cause mortality (23 ). Finally, partici-
pants were genotyped for 3 polymorphisms in TRIB1
(tribbles pseudokinase 1) (rs2954029), GCKR [glu-
cokinase (hexokinase 4) regulator] (rs1260326), and
APOA5 (apolipoprotein A-V) (rs651821) that also re-
duce plasma nonfasting triglycerides (13 ), and these
were included in sensitivity analyses. All genotype
distributions were in Hardy–Weinberg equilibrium
(P � 0.3).

NONFASTING PLASMA TRIGLYCERIDES

Plasma triglyceride concentrations were measured in
the nonfasting state with standard hospital assays. In
observational analyses, baseline triglyceride concentra-
tions from the 1976 –1978 examination were grouped
into 5 categories [�89 mg/dL (�1.00 mmol/L), 89 –
176 mg/dL (1.00 –1.99 mmol/L), 177–265 mg/dL
(2.00 –2.99 mmol/L), 266 – 442 mg/dL (3.00 – 4.99
mmol/L), and �443 mg/dL (�5.00 mmol/L)]. We pre-
planned cutoffs at each 89-mg/dL (1-mmol/L) de-
crease as done previously (4 ); however, to achieve a
large enough reference group for statistically meaning-
ful comparisons, we grouped individuals with moder-
ately increased triglyceride concentrations of 266 – 442
mg/dL (3.00 – 4.99 mmol/L) into 1 group to serve as
reference. Also, because individuals with severely in-
creased triglycerides [�443 mg/dL (�5.00 mmol/L)]
may represent a special phenotype, it was not meaning-
ful to let this group serve as the reference group. In
genetic analyses, baseline concentrations of triglycer-
ides from the 1991–1994 and the 2001–2003 examina-
tions were used to examine the association between
genetic variants in LPL and plasma nonfasting
triglycerides.

ALL-CAUSE MORTALITY

Information on death from any cause was obtained
from the national Danish Civil Registration System.
Mortality from cardiovascular disease were deaths due
to ischemic heart disease (WHO, International Classi-
fication of Diseases, revision 8 and revision 10: codes

5 Human genes: LPL, lipoprotein lipase; CRP, C-reactive protein, pentraxin-related;
TRIB1, tribbles pseudokinase 1; GCKR, glucokinase (hexokinase 4) regulator;
APOA5, apolipoprotein A-V; APOC3, apolipoprotein C-III.
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410-414 and I20-I25) and/or ischemic cerebrovascular
disease (codes 431-438 and I60-I69, G45) obtained
from the national Danish Causes of Death Registry, or
deaths within 28 days of a hospital admission with the
diagnoses listed above as obtained from the national
Danish Patient Registry. Participants were followed by use
of the unique Central Person Register number from study
entry to end of follow-up in May 2011. Follow-up was
100% complete; that is, we did not lose track of even a
single individual.

COVARIATES

Body mass index was calculated as measured weight
(kilograms) divided by measured height (meters)
squared. Hypertension was use of antihypertensive
medication, systolic blood pressure �140 mmHg,
and/or diastolic blood pressure �90 mmHg. Diabetes
was self-reported disease, use of insulin or oral hypo-
glycemic agents, and/or nonfasting plasma glucose
concentrations �198 mg/dL (�11 mmol/L). Smokers
were current smokers. Physical inactivity was leisure
time activity �4 h weekly and predominantly seden-
tary work. Alcohol intake was self-reported and con-
verted to grams of alcohol per day. Plasma total choles-
terol, HDL cholesterol, and CRP were measured by use
of standard hospital assays; in the 1976 –1978 examina-
tion, only triglycerides and total cholesterol were mea-
sured, that is, HDL and LDL cholesterol were not mea-
sured. In the 1991–1994 and 2001–2003 examinations,
LDL cholesterol was calculated by use of the Friedewald
equation when plasma triglycerides were �155 mg/dL
(�4.0 mmol/L) and otherwise measured directly by
use of a standard hospital assay. Lipid-lowering ther-
apy was self-reported and although the type was not
specified, the majority of individuals were likely by use
of statins as this is the most commonly used type
of lipid-lowering therapy in Denmark. The rates of
missing values for covariates were 1% or below. The
missing indicator method was used to account
for missing information for categorical covariates.
For continuous covariates, missing values were im-
puted by use of linear regression analysis with age
and sex as predictors.

STATISTICAL ANALYSES

We used STATA/SE 12.0. ANOVA models were used
to compare means for continuous covariates and
Pearson �2 test to compare frequencies for categor-
ical covariates.

In observational analyses, to examine the associa-
tion between nonfasting triglyceride concentrations
and all-cause mortality, we used Cox proportional haz-
ard models with delayed entry at examination to esti-
mate hazard ratios with 95% CIs. Proportionality of
hazards over time was judged by visual inspection of

cumulative hazard logarithm plots against age; no vio-
lations were observed. Models were adjusted for age (as
timescale) and sex and multivariably for other cardio-
vascular risk factors such as hypertension, smoking, al-
cohol intake, physical inactivity, total cholesterol, and
use of lipid-lowering medication; a priori we did not
adjust risk estimates for body mass index and diabetes,
because these covariates may be part of the biological
pathway linking low triglyceride concentrations to re-
duced all-cause mortality. However, if we adjusted for
these additional covariates, results were similar to
those presented. We estimated hazard ratios for all-
cause mortality for a 89-mg/dL (1-mmol/L) decrease in
triglycerides by analyzing triglycerides as a continuous
variable, and log2-transformed triglycerides to estimate
the hazard ratio for a 50% reduction. Combined effects
of measurement errors, longer-term fluctuations, and
within-person changes, also known as regression dilu-
tion, led to underestimation of the true association of a
risk factor with disease outcome. To accommodate
this, hazard ratios including CIs in observational anal-
yses were corrected for regression dilution bias by use
of a nonparametric method (24 ). For this correction,
we used a subset of individuals (n � 6696) with repli-
cate measurements of nonfasting triglycerides from the
1976 –1978 examination, and approximately 15 years
later in the 1991–1994 examination, to compute a re-
gression dilution ratio for triglycerides of 0.58. This
correction helps avoid underestimation of risk esti-
mates but does not affect levels of statistical
significance.

In genetic analyses, to examine the effect of LPL
genotypes on plasma nonfasting triglycerides, the ge-
notypes with the highest concentrations served as ref-
erence. To obtain maximum statistical power for all-
cause mortality, we first examined all possible genotype
combinations and grouped each participant according
to number of triglyceride-decreasing alleles (G for
S447X, G for D9N, A for N291S, and G for G188E). The
group with the lowest number of these alleles and thus
the highest concentrations of triglycerides served as
reference. ANOVA between groups was performed by
use of nonparametric methods owing to the nonnor-
mal distribution of triglycerides. To examine the asso-
ciation between genotypes and all-cause mortality, we
used Kaplan–Meier curves and the log-rank trend test
to compare probabilities of survival as a function of
age. For the test for trend, groups based on number of
triglyceride-decreasing alleles were coded 1, 2, 3, etc.
Additionally, Cox proportional hazard models were
used to estimate hazard ratios for all-cause mortality
according to number of triglyceride-decreasing alleles.
Models were adjusted for age (as timescale), sex, hyper-
tension, smoking, alcohol intake, physical inactivity,
total cholesterol, and use of lipid-lowering medication;
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in sensitivity analysis, we also adjusted for HDL choles-
terol concentrations. As described in Zacho et al. (22 ),
the observed hazard ratio for a 50% reduction in trig-
lycerides was used to predict theoretical risk of all-
cause mortality associated with the changes in nonfast-
ing triglyceride concentrations caused by the number
of triglyceride-decreasing alleles. In analyses using
CRP, TRIB1, GCKR, and APOA5 genotypes, the ana-
lytical strategy was similar.

To estimate the association of genetically low tri-
glycerides with reduced all-cause mortality, we applied
the general theory of instrumental variable analyses us-
ing the generated unweighted allele score as a marker of
nonfasting triglycerides (25). We performed 2-stage least
squares regression with a second-stage logistic regression
to estimate a genetically derived odds ratio for a 89-mg/dL
(1-mmol/L) and a 50% lower concentration of nonfasting
triglycerides (25). With a weighted allele score or the mul-
tiplicative generalized method of moments estimator, re-
sults were similar to those presented.

Results

Baseline characteristics of the 13 957 individuals in-
cluded in observational analyses and the 10 208 indi-
viduals included in genetic analyses are shown in Sup-
plemental Table 1, which accompanies the online
version of this article at http://www.clinchem.org/
content/vol60/issue5.Inobservationalanalyses,partici-
pants entered the study at the 1976 –1978 examination
(n � 13 957), and during a median 24 years of follow-
up, 9991 died. In genetic analyses, participants entered

the study in 1991–1994 (n � 9114) or in 2001–2003
(n � 1094), and during a median of 17 years of follow-
up, 4005 died.

NONFASTING TRIGLYCERIDES AND ALL-CAUSE MORTALITY

There was a stepwise reduced risk of all-cause mortality
by decreasing concentrations of nonfasting plasma
triglycerides (Fig. 1). Compared to individuals with
nonfasting triglyceride concentrations of 266 – 442
mg/dL (3.00 – 4.99 mmol/L), age- and sex-adjusted
hazard ratios were 0.84 (95% CI 0.73– 0.96) for 177–
265 mg/dL (2.00 –2.99 mmol/L), 0.67 (0.60 – 0.76) for
89 –176 mg/dL (1.00 –1.99 mmol/L), and 0.51 (0.44 –
0.58) for individuals with nonfasting triglycerides �89
mg/dL (�1.00 mmol/L). Corresponding multivariably
adjusted hazard ratios were 0.89 (0.78 –1.02), 0.74
(0.65– 0.84), and 0.59 (0.51– 0.68), respectively. For in-
dividuals with nonfasting triglycerides �443 mg/dL
(�5.00 mmol/L) vs 266 – 442 mg/dL (3.00 – 4.99
mmol/L), the hazard ratio for all-cause mortality was
1.28 (1.01–1.62) in the sex- and age-adjusted model
and 1.26 (1.00 –1.60) in the multivariably adjusted
model.

LPL GENOTYPES AND NONFASTING TRIGLYCERIDES

Minor allele frequencies were 0.10 for S447X, 0.01 for
D9N, 0.02 for N291S, and 0.0004 for G188E (pairwise
correlations, all: r2 � 1%). Lower concentrations of
nonfasting triglycerides were observed for the S447X
polymorphism (CG and GG genotypes vs CC geno-
type, 11% and 22% decrease), the D9N polymorphism
(AA/AG vs GG, 9% decrease), the N291S polymor-

Fig. 1. Hazard ratios for all-cause mortality by decreasing concentrations of nonfasting plasma triglycerides in
13 957 individuals from the Copenhagen City Heart Study.

Hazard ratios were adjusted for age (as timescale) and sex and multivariably for age (as timescale), sex, hypertension, smoking
status, alcohol intake, and use of lipid-lowering medication. HR, hazard ratio. P values are for trend.
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phism (GG/GA vs AA, 13% decrease), and the G188E
mutation (AG vs GG, 26% decrease) (Fig. 2). When
combining genotypes by number of triglyceride-
decreasing alleles, an increasing number of alleles re-
sulted in a decrease in nonfasting triglycerides of up
to 31%. Corresponding values were 23% lower con-
centrations of remnant cholesterol, 15% higher con-
centrations of HDL cholesterol, and unaffected LDL
cholesterol concentrations (see online Supplemental
Fig. 1).

Among all participants, 3031 individuals had 3
separate measurements of nonfasting plasma triglycer-
ides, namely from the examinations in 1976 –1978,
1991–1994, and 2001–2003. At all 3 examinations
spanning 25 years, concentrations of nonfasting trig-
lycerides were lowest in those with the largest number
of triglyceride-decreasing alleles (see online Supple-
mental Fig. 2). This demonstrates that low concentra-
tions of nonfasting plasma triglycerides from genetic
variations in LPL are lifelong.

LPL GENOTYPES AND ALL-CAUSE MORTALITY

The probability of surviving increased by number of
triglyceride-decreasing alleles (log-rank trend: P �

0.004) (Fig. 3). Median survival age was 78 years in
individuals with 0 –3 triglyceride decreasing alleles, 80
years in individuals with 4 alleles, and 81 years in indi-
viduals with 5 or 6 alleles.

On the basis of assuming that a decrease in non-
fasting triglycerides via reduced remnant cholesterol is
causally associated with reduced all-cause mortality,
lifelong decreased concentrations due to genetic vari-
ants should confer a similar reduced risk of death com-
pared to observational estimates. On the basis of this
assumption and similar to that done previously (22 ),
we estimated that the decrement in nonfasting triglyc-
erides due to number of triglyceride-decreasing alleles
would theoretically predict a hazard ratio for all-cause
mortality of 0.94 (0.93– 0.95) for 4 alleles, 0.90 (0.88 –
0.92) for 5 alleles, and 0.86 (0.83– 0.88) for 6 alleles,
respectively, vs 0 –3 alleles (Fig. 4, upper panel). Impor-
tantly, we observed corresponding hazard ratios of 0.86
(0.76 – 0.97), 0.81 (0.71– 0.93), and 0.77 (0.55–1.08) by
increasing number of triglyceride-decreasing alleles;
that is, the observed risks for all-cause mortality by
triglyceride-decreasing alleles were larger than those
theoretically predicted. To test our method, we exam-
ined the association between CRP genotypes and risk of

Fig. 2. Nonfasting plasma triglycerides according to LPL genotype and number of triglyceride-decreasing alleles in
10 208 individuals from the Copenhagen City Heart Study.

Triglyceride-decreasing alleles were combinations of genotypes with triglyceride-decreasing effects. Values represent mean (SE).
P values are for trend or 2-group comparison.
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all-cause mortality, as a negative control (23 ). Number
of CRP-decreasing alleles was associated with a decre-
ment in plasma CRP concentrations of up to 28%, re-
sulting in a theoretically predicted risk of all-cause
mortality of 0.89 (0.87– 0.90) (Fig. 4, lower panel).
However, the observed hazard ratios for all-cause mor-
tality by CRP-decreasing alleles did not differ from 1.0.

Various cardiovascular risk factors were equally
distributed among participants grouped according to
number of triglyceride-decreasing alleles (see online
Supplemental Table 2). This indicates that genotype
was not confounded by conventional cardiovascular
risk factors.

GENETIC VS OBSERVATIONAL ASSOCIATIONS

In instrumental variable analyses, the odds ratio for a
genetically derived 89-mg/dL (1-mmol/L) lower con-
centration in nonfasting plasma triglycerides was 0.50
(0.30 – 0.82) (f � 15, r2 � 0.7%) (Fig. 5); the corre-
sponding observational hazard ratio was 0.87 (0.85–
0.89). Also, the corresponding odds ratio for a geneti-
cally derived 50% lower concentration in nonfasting

plasma triglycerides was 0.43 (0.23– 0.80), whereas the
observational hazard ratio was 0.73 (0.70 – 0.77).

SENSITIVITY ANALYSES

When all-cause mortality was stratified into mortality
from cardiovascular disease and mortality from other
causes, results from observational and genetic analyses
were largely similar to those presented for all-cause
mortality (see online Supplemental Figs. 3 and 4). Also,
including adjustment for HDL cholesterol concentra-
tions in genetic analyses, results were similar (see on-
line Supplemental Fig. 5). Finally, we examined 3 other
genetic variants in TRIB1, GCKR, and APOA5 that also
affect concentrations of nonfasting triglycerides (see
online Supplemental Fig. 6). Hazard ratios for all-cause
mortality for these 3 variants alone and in combination
with the 4 LPL genotypes are shown in online Supple-
mental Fig. 7. Risk estimates for all-cause mortality
were similarly reduced in all genotype combinations;
however, CIs were wider in analyses including only
TRIB1, GCKR, and APOA5 genotypes, explained by
lower statistical power due to the relatively small num-

Fig. 3. Kaplan–Meier curves of survival (%) by number of triglyceride-decreasing alleles and age in 10 208
individuals from the Copenhagen City Heart Study.

Dashed lines indicate median survival age.
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ber of individuals in the reference group. Online Sup-
plemental Fig. 7 also illustrates that the chosen ge-
netic variants in LPL are optimal genetic instruments
to examine the effect of low concentrations of trig-
lycerides, because of the inclusion of the common
gain-of-function variant S447X that results in a large
enough reference group for a statistically meaningful
comparison.

Discussion

The principal novel finding of this study is that low
concentrations of nonfasting plasma triglycerides from
genetic variations in the triglyceride-degrading enzyme
lipoprotein lipase are associated with reduced all-cause
mortality, likely through reduced amounts of choles-
terol in remnant lipoproteins. This is a valuable obser-
vation for the design of future randomized interven-
tion trials aimed at lowering triglycerides in those with
increased concentrations.

Mechanistically, these findings are easy to under-
stand, as lipoprotein lipase hydrolyses triglycerides

contained in chylomicrons and very-low-density lipo-
protein (17 ). Thus, homozygosity for rare deleterious
mutations in LPL leads to the chylomicronemia syn-
drome characterized by severely increased triglycerides
with excessive accumulation of chylomicrons and very
large very-low-density lipoproteins in plasma. This
syndrome rarely leads to cardiovascular disease, most
likely explained by plasma lipoprotein particles being
too large to enter into the arterial intima (26, 27 ).
However, more common variants in LPL, such as those
examined in this study, lead to moderately decreased or
increased triglycerides with chylomicron remnants and
very-low-density lipoprotein remnants present in
plasma. These cholesterol-containing smaller remnant
lipoproteins are able to penetrate the intima (28 ) and
appear to be preferentially trapped within the arterial
wall (29 ), promoting atherosclerosis. Thus, lower con-
centrations of triglycerides reflecting low amounts of
cholesterol in remnant lipoproteins may prevent the
development of atherosclerosis and ultimately reduce
all-cause mortality, as seen in our study. In support, a
genome-wide association study in the inbred Old Or-

Fig. 4. Theoretically predicted and observed all-cause mortality by number of triglyceride-decreasing alleles and
CRP-decreasing alleles.

Hazard ratios were adjusted for age (as timescale), sex, hypertension, smoking status, alcohol intake, and use of lipid-lowering
medication.
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der Amish identified heterozygosity for a null mutation
(R19X) in APOC3 (apolipoprotein C-III) resulting in
lower triglycerides and a decrease in coronary artery
calcification as a marker for subclinical atherosclerosis
(8 ), suggesting that lifelong deficiency of apolipopro-
tein C-III promoting triglyceride hydrolysis may have a
cardioprotective effect. Our study suggests that this ap-
parent cardioprotective effect of lifelong low triglycer-
ides translates into reduced all-cause mortality.

The similar reduction in mortality from cardiovas-
cular disease and mortality from other causes could be a
result of cardiovascular deaths that have not been regis-
tered correctly in the Danish registries. Since 1990, autop-
sies in Denmark have become rare, and consequently the
cause of death in most cases is based on the attending
physicians’ best guess postmortem, naturally leading to
some degree of misclassification. Therefore, in our pri-
mary analyses, we used all-cause mortality with the most
statistical power, with no misclassification, and with
100% complete ascertainment in Denmark owing to each
person having a Central Person Registration number.
Nevertheless, it is reassuring that low concentrations of
nonfasting plasma triglycerides are associated with re-
duced all-cause and cardiovascular mortality alike.

Some limitations of our study must be considered
in evaluating our results. The inverse association be-
tween triglycerides and HDL cholesterol concentra-
tions in plasma likely represents the most important
pleiotropic effects of the genetic variants in LPL (3 );
however, although observational studies have found an
association between high concentrations of HDL cho-

lesterol and reduced risk of ischemic heart disease (9 ),
this association has not been confirmed in genetic
studies (30 –32 ), indicating that this relationship is not
causal. Also, increased cholesterol in triglyceride-rich or
remnant lipoproteins is causally associated with increased
risk of ischemic heart disease as well as with low-grade
inflammation(12–13, 33) independent of reduced HDL
cholesterol concentrations (13). Furthermore, adjust-
ment for HDL concentrations in the present genetic anal-
yses gave similar results to those presented. It is therefore
most likely that our results are explained by the
triglyceride- and remnant cholesterol–lowering effect of
the LPL genotypes rather than the parallel increase in
HDL cholesterol. A more thorough understanding of the
variability in genetic effects on different lipid subfractions
and metabolites may be useful in the design of future
mendelian randomization studies to fully understand the
biological processes leading to atherosclerosis and cardio-
vascular disease. Also, participants prescribed with lipid-
lowering medication late into follow-up may have con-
founded results.

Lifestyle intervention and current best treatment
are aimed at lowering LDL cholesterol, reducing blood
pressure, and preventing thrombotic events, thus re-
ducing risk of cardiovascular disease in patients. How-
ever, persistent residual risk even among individuals
with optimal treatment and hypertriglyceridemia
seems to be implicated in this excess risk (34 ). Indeed,
subgroup analyses in randomized trials show that
among those with increased triglycerides, lowering of
triglycerides lead to reduced cardiovascular disease

Fig. 5. Genetic and observational risk estimates for an 89-mg/dL (1-mmol/L) decrease and a 50% decrease of
nonfasting plasma triglycerides.

Instrumental variable analyses were used to estimate genetically derived odds ratios. Hazard ratios were adjusted for age (as
timescale), sex, hypertension, smoking status, alcohol intake, and use of lipid-lowering medication. HR, hazard ratio; OR, odds
ratio.
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(34 –36 ). Genetic studies are generally free from con-
founding and reverse causation and may provide in-
sights in the beneficial effects of lifelong low triglycer-
ides. Indeed, lifelong low triglycerides resulting from
genetic polymorphisms are associated with a decrease
in coronary artery calcification as a marker for subclin-
ical atherosclerosis (8 ) and ultimately also seem to re-
duce all-cause mortality, as seen in the present study.
These results highlight the need for clinical trials of new
drugs targeted at reducing cholesterol in remnant lipo-
proteins, perhaps through modulation of lipoprotein
lipase activity, to reduce residual cardiovascular risk.

Author Contributions: All authors confirmed they have contributed to
the intellectual content of this paper and have met the following 3 re-
quirements: (a) significant contributions to the conception and design,

acquisition of data, or analysis and interpretation of data; (b) drafting
or revising the article for intellectual content; and (c) final approval of
the published article.

Authors’ Disclosures or Potential Conflicts of Interest: Upon man-
uscript submission, all authors completed the author disclosure form.
Disclosures and/or potential conflicts of interest:

Employment or Leadership: None declared.
Consultant or Advisory Role: B. Nordestgaard, consultancy fees or
lecture honoraries from Astra Zeneca, Pfizer, Merck, Sanofi-Aventis/
Regeneron, and ISIS Pharmaceuticals.
Stock Ownership: None declared.
Honoraria: None declared.
Research Funding: None declared.
Expert Testimony: None declared.
Patents: None declared.

Role of Sponsor: The funding organizations played no role in the
design of study, choice of enrolled patients, review and interpretation
of data, or preparation or approval of manuscript.

References

1. Wittrup HH, Tybjaerg-Hansen A, Abildgaard S,
Steffensen R, Schnohr P, Nordestgaard BG. A
common substitution (Asn291Ser) in lipoprotein
lipase is associated with increased risk of ischemic
heart disease. J Clin Invest 1997;99:1606–13.

2. Nordestgaard BG, Abildgaard S, Wittrup HH, Stef-
fensen R, Jensen G, Tybjaerg-Hansen A. Heterozy-
gous lipoprotein lipase deficiency: frequency in
the general population, effect on plasma lipid
levels, and risk of ischemic heart disease. Circu-
lation 1997;96:1737–44.

3. Wittrup HH, Tybjaerg-Hansen A, Nordestgaard BG.
Lipoprotein lipase mutations, plasma lipids and li-
poproteins, and risk of ischemic heart disease. A
meta-analysis. Circulation 1999;99:2901–7.

4. Nordestgaard BG, Benn M, Schnohr P, Tybjaerg-
Hansen A. Nonfasting triglycerides and risk of myo-
cardial infarction, ischemic heart disease, and death
in men and women. JAMA 2007;298:299–308.

5. Bansal S, Buring JE, Rifai N, Mora S, Sacks FM,
Ridker PM. Fasting compared with nonfasting
triglycerides and risk of cardiovascular events in
women. JAMA 2007;298:309–16.

6. Sarwar N, Danesh J, Eiriksdottir G, Sigurdsson G,
Wareham N, Bingham S et al. Triglycerides and the
risk of coronary heart disease: 10,158 incident cases
among 262,525 participants in 29 Western prospec-
tive studies. Circulation 2007;115:450–8.

7. Mora S, Rifai N, Buring JE, Ridker PM. Fasting
compared with nonfasting lipids and apolipopro-
teins for predicting incident cardiovascular
events. Circulation 2008;118:993–1001.

8. Pollin TI, Damcott CM, Shen H, Ott SH, Shelton J,
Horenstein RB et al. A null mutation in human
APOC3 confers a favorable plasma lipid profile
and apparent cardioprotection. Science 2008;
322:1702–5.

9. Di Angelantonio E, Sarwar N, Perry P, Kaptoge S,
Ray KK, Thompson A et al. Major lipids, apolipo-
proteins, and risk of vascular disease. JAMA
2009;302:1993–2000.

10. De CR, Talmud PJ, Merlini PA, Foco L, Pastorino
R, Altshuler D et al. Strong association of the
APOA5–1131T�C gene variant and early-onset
acute myocardial infarction. Atherosclerosis

2011;214:397–403.
11. Varbo A, Nordestgaard BG, Tybjaerg-Hansen A,

Schnohr P, Jensen GB, Benn M. Nonfasting trig-
lycerides, cholesterol, and ischemic stroke in the
general population. Ann Neurol 2011;69:628–34.

12. Jorgensen AB, Frikke-Schmidt R, West AS, Grande
P, Nordestgaard BG, Tybjaerg-Hansen A. Geneti-
cally elevated non-fasting triglycerides and calcu-
lated remnant cholesterol as causal risk factors for
myocardial infarction. Eur Heart J 2013;34:1826–
33.

13. Varbo A, Benn M, Tybjaerg-Hansen A, Jorgensen
AB, Frikke-Schmidt R, Nordestgaard BG. Remnant
cholesterol as a causal risk factor for ischemic
heart disease. J Am Coll Cardiol 2013;61:427–36.

14. Pedersen TR, Kjekshus J, Berg K, Haghfelt T,
Faergeman O, Faergeman G et al. Randomised
trial of cholesterol lowering in 4444 patients with
coronary heart disease: the Scandinavian Simva-
statin Survival Study (4S). 1994. Atheroscler
Suppl 2004;5:81–7.

15. Smith GD, Ebrahim S. ‘Mendelian randomization’:
can genetic epidemiology contribute to under-
standing environmental determinants of disease?
Int J Epidemiol 2003;32:1–22.

16. Lawlor DA, Harbord RM, Sterne JA, Timpson N,
Davey SG. Mendelian randomization: using genes
as instruments for making causal inferences in
epidemiology. Stat Med 2008;27:1133–63.

17. Brunzell JD, Deeb SS. Familial lipoprotein lipase
deficiency, Apo C-II deficiency, and hepatic lipase
deficiency. In: Scriver CR, Beaudet AL, Sly WS,
Valle D. The metabolic and molecular bases of
inherited disease. New York: McGraw-Hill; 2001;
2789–816.

18. Gaudet D, Methot J, Kastelein J. Gene therapy for
lipoprotein lipase deficiency. Curr Opin Lipidol
2012;23:310–20.

19. Eriksson M, Larsson M, Caraballo R, Enquist PA,
Elofsson M, Olivecrona G, Nilsson SK. Novel small
molecule lipoprotein lipase activator LP071 im-
proves plasma lipid parameters in vivo [Abstract].
Oral session presented at: 81st Congress of the
European Atherosclerosis Society; 2013 Jun 2–5;
Lyon. http://www.eas-society.org/fileArchive/Press

%20release_LP071_lipoprotein%20lipase%20
activator-June%203_2013.pdf (Accessed January
2014).

20. Wittrup HH, Tybjaerg-Hansen A, Steffensen R,
Deeb SS, Brunzell JD, Jensen G, Nordestgaard BG.
Mutations in the lipoprotein lipase gene associ-
ated with ischemic heart disease in men. The Co-
penhagen City Heart Study. Arterioscler Thromb
Vasc Biol 1999;19:1535–40.

21. Wittrup HH, Nordestgaard BG, Steffensen R, Jen-
sen G, Tybjaerg-Hansen A. Effect of gender on
phenotypic expression of the S447X mutation in
LPL: the Copenhagen City Heart Study. Athero-
sclerosis 2002;165:119–26.

22. Zacho J, Tybjaerg-Hansen A, Jensen JS, Grande P,
Sillesen H, Nordestgaard BG. Genetically elevated
C-reactive protein and ischemic vascular disease.
N Engl J Med 2008;359:1897–908.

23. Zacho J, Tybjaerg-Hansen A, Nordestgaard BG.
C-reactive protein and all-cause mortality: the
Copenhagen City Heart Study. Eur Heart J 2010;
31:1624–32.

24. Clarke R, Shipley M, Lewington S, Youngman L,
Collins R, Marmot M, Peto R. Underestimation of
risk associations due to regression dilution in
long-term follow-up of prospective studies. Am J
Epidemiol 1999;150:341–53.

25. Palmer TM, Sterne JA, Harbord RM, Lawlor DA,
Sheehan NA, Meng S et al. Instrumental variable
estimation of causal risk ratios and causal odds
ratios in Mendelian randomization analyses. Am J
Epidemiol 2011;173:1392–403.

26. Nordestgaard BG, Stender S, Kjeldsen K. Reduced
atherogenesis in cholesterol-fed diabetic rabbits.
Giant lipoproteins do not enter the arterial wall.
Arteriosclerosis 1988;8:421–8.

27. Nordestgaard BG, Zilversmit DB. Large lipopro-
teins are excluded from the arterial wall in dia-
betic cholesterol-fed rabbits. J Lipid Res 1988;29:
1491–500.

28. Shaikh M, Wootton R, Nordestgaard BG, Basker-
ville P, Lumley JS, La Ville AE et al. Quantitative
studies of transfer in vivo of low density, Sf
12–60, and Sf 60–400 lipoproteins between
plasma and arterial intima in humans. Arterio-

Low Triglycerides and Reduced Mortality

Clinical Chemistry 60:5 (2014) 745



scler Thromb 1991;11:569–77.
29. Nordestgaard BG, Wootton R, Lewis B. Selective

retention of VLDL, IDL, and LDL in the arterial
intima of genetically hyperlipidemic rabbits in
vivo. Molecular size as a determinant of frac-
tional loss from the intima-inner media. Arterio-
scler Thromb Vasc Biol 1995;15:534–42.

30. Frikke-Schmidt R, Nordestgaard BG, Stene MC,
Sethi AA, Remaley AT, Schnohr P et al. Associa-
tion of loss-of-function mutations in the ABCA1
gene with high-density lipoprotein cholesterol
levels and risk of ischemic heart disease. JAMA
2008;299:2524–32.

31. Johannsen TH, Kamstrup PR, Andersen RV, Jen-
sen GB, Sillesen H, Tybjaerg-Hansen A, Nordest-
gaard BG. Hepatic lipase, genetically elevated

high-density lipoprotein, and risk of ischemic car-
diovascular disease. J Clin Endocrinol Metab
2009;94:1264–73.

32. Voight BF, Peloso GM, Orho-Melander M, Frikke-
Schmidt R, Barbalic M, Jensen MK et al. Plasma
HDL cholesterol and risk of myocardial infarction:
a mendelian randomisation study. Lancet 2012;
380:572–80.

33. Varbo A, Benn M, Tybjaerg-Hansen A, Nordest-
gaard BG. Elevated remnant cholesterol causes
both low-grade inflammation and ischemic
heart disease, while elevated low-density lipo-
protein cholesterol causes ischemic heart dis-
ease without inflammation. Circulation 2013;
128:1298 –309.

34. Chapman MJ, Ginsberg HN, Amarenco P, An-

dreotti F, Boren J, Catapano AL et al. Triglyceride-
rich lipoproteins and high-density lipoprotein
cholesterol in patients at high risk of cardiovas-
cular disease: evidence and guidance for man-
agement. Eur Heart J 2011;32:1345–61.

35. Frick MH, Elo O, Haapa K, Heinonen OP,
Heinsalmi P, Helo P et al. Helsinki Heart Study:
primary-prevention trial with gemfibrozil in
middle-aged men with dyslipidemia. Safety of
treatment, changes in risk factors, and incidence
of coronary heart disease. N Engl J Med 1987;
317:1237–45.

36. Ginsberg HN, Elam MB, Lovato LC, Crouse JR, III,
Leiter LA, Linz P et al. Effects of combination lipid
therapy in type 2 diabetes mellitus. N Engl J Med
2010;362:1563–74.

746 Clinical Chemistry 60:5 (2014)


